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1 ATGGCTATAGAAACTGGTTACACCCCAATCGATATTTCCT 4 0 



4 1 TGTCGCTAACGCAATTTCTTTTGAGTGAATTTGTTCCCGG 80 



8 1 TGCTGG ATTTGTGTTAGG ACTAGTTGATAT AATATGGGGA 120 

T C 

121 ATTTTTGGTCCCTCTCAATGGGACGCATTTCTTGTACAAA 1 60 



161 TTGAACAGTTAATTAACCAAAGAATAGAAG AATTCGCTAG 200 
C C C G C G 

201 GAACCAAGCCATTTCTAGATTAGAAGGACTAAGCAATCTT 2 40 
T 

2 41 TATCAAATTTACGCAGAATCTTTTAGAGAGTGGGAAGCAG 2 80 



2 81 ATCCTACT AATCCAGC ATTAAG AG AAGAG ATGCGT ATTC A 320 



321 ATTCAATGACATGAACAGTGCCCTTACAACCGCTATTCCT 3 60 



3 61 CTTTTTGC AGTTCAAAATTATCAAGTTCCTCTTTTATCAG 

CC C C 



400 



4 01 TATATGTTCAAGCTGCAAATTTAC ATTTATCAGTTTTGAG 
G C C CC C CC C 



440 



4 41 AGATGTTTCAGTGTTTGGACAAAGGTGGGGATTTGATGCC 4 80 



4 81 GCG ACT ATCAAT AGTCGTTATAATG ATTTAACTAGGCTT A 520 



521 TTGGC AACTAT AC AGATC ATGCTGTACGCTGGT AC AATAC 5 60 



561 GGGATTAGAGCGTGTATGGGGACCGGATTCTAGAGATTGG 600 



601 ATAAGATATAATCAATTTAGAAGAGAATTAACACTAACTG 64 0 
CGCCGC GCT 

64 1 TATTAGATATCGTTTCTCTATTTCCGAACTATGATAGTAG 680 



681 AACGTATCCAATTCGAAC AGTTTCCC AATTAAC AAG AGAA 7 20 
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721 ATTTATACAAACCCAGTATTAGAAAATTTTGATGGTAGTT 7 60 

7 61 TTCGAGGCTCGGCTCAGGGCATAGAAGGAAGTATTAGGAG 800 

801 TCCACATTTGATGGATATACTTAATAGTATAACCATCTAT 8 40 

841 ACGGATGCTCATAGAGGAGAATATTATTGGTCAGGGCATC 880 

C C C T C 

881 AAATAATGGCTTCTCCTGTAGGGTTTTCGGGGCCAGAATT 920 
G C 

921 CACTTTTCCGCTATATGGAACTATGGGAAATGCAGCTCCA 960 

961 CAACAACGTATTGTTGCTCAACTAGGTCAGGGCGTGTATA 1000 

1001 GAACATTATCGTCCACCTTATATAGAAGACCTTTTAATAT 1040 

C 

1041 AGGGATAAATAATCAACAACTATCTGTTCTTGACGGGACA 1080 
C C C C 

• • • • 

1081 GAATTTGCTTATGGAACCTCCTC AAATTTGCCATCCGCTG 1120 

1121 TATACAGAAAAAGCGGAACGGTAGATTCGCTGGATGAAAT 1160 

1161 ACCGCCACAGAATAACAACGTGCCACCTAGGCAAGGATTT 1200 

1201 AGTC ATCG ATT AAGCCATGTTTC AATGTTTCGTTC AGGCT 12 4 0 

1241 TTAGTAATAGTAGTGTAAGTATAATAAGAGCTCCTATGTT 1280 

1281 CTCTTGGATACATCGTAGTGCTGAATTTAATAATATAATT 132 0 

G C C C C C 

1321 CCTTCATCACAAATTACACAAATACCTTTAACAAAATCTA 13 60 

C C C AC C C G 

13 61 CTAATCTTGGCTCTGGAACTTCTGTCGTTAAAGGACCAGG 14 00 

FIG. 2B 
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1401 ATTTAC AGGAGG AGATATTCTTCG AAGAACTTC ACCTGGC 14 40 

14 41 C AGATTTC AACCTTAAGAGTAAAT ATTACTGCACC ATTAT 1480 

14 81 CACAAAGATATCGGGTAAGAATTCGCTACGCTTCTACCAC 1520 

1521 AAATTTACAATTCCATAC ATCAATTGACGGAAGACCTATT 15 60 
CC T G C 

15 61 AATCAGGGGAATTTTTCAGCAACTATGAGTAGTGGG AGTA 1600 
1601 ATTTAC AGTCCGGAAGCTTTAGGACTGTAGGTTTTACTAC 1640 
1641 TCCGTTTAACTTTTCAAATGGATCAAGTGTATTTACGTTA 1680 
1681 AGTGCTCATGTCTTCAATTCAGGC AATGAAGTTTATATAG 17 20 
1721 ATCGAATTGAATTTGTTCCGGCA 17 4 3 

FIG. 2C 
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ATGGATAACAATCCGAACATCAATGAATGCATTCCTTATA 
CCA C AC 



40 



4 1 ATTGTTTAAGTAACCCTGAAGTAGAAGTATTAGGTGGAGA 80 
C C G A T C T 

8 1 AAGAATAG AAACTGGTTAC ACCCC AATCGATATTTCCTTG 120 
CCT C TC CC 



121 TCGCTAACGCAATTTCTTTTGAGTGAATTTGTTCCCGGTG 
CT GAG GC CCGCGA 



160 



161 CTGGATTTGTGTTAGGACTAGTTG AT ATAATATGGGG AAT 
GCTCC C.CC T . 



200 



201 TTTTGGTCCCTCTC AATGGGACGCATTTCTTGTACAAATT 
C A T C G G 



240 



2 41 GAACAGTTAATTAACCAAAGAATAGAAGAATTCGCTAGGA 
G GC GGC G C 



280 



281 ACCAAGCC ATTTCT AGATTAGAAGGACTAAGC AATCTTTA 
G C G G T G C 



320 



321 TCAAATTTACGCAGAATCTTTTAGAGAGTGGGAAGCAGAT 
C C T GAGC C C 



360 



3 61 CCTACTAATCCAGCATTAAGAGAAGAGATGCGTATTCAAT 
C TC CC C G A 



400 



4 01 TC AATGAC ATGAAC AGTGCCCTTACAACCGCTATTCCTCT 
C CTGCA CAT 



440 



4 41 TTTTGCAGTTCAAAATTATCAAGTTCCTCTTTTATCAGTA 
GC CGCC CGCG 



480 



4 81 TATGTTC AAGCTGC AAATTTACATTTATCAGTTTTGAGAG 
C A T C T CC CAGC GC TC 



520 



521 ATGTTTCAGTGTTTGGACAAAGGTGGGGATTTGATGCCGC 
C AGC G C T 



560 



5 61 GACTATCAATAGTCGTTATAATGATTTAACTAGGCTTATT 
AC C CCCCT G 



600 



60 1 GGCAACTATACAGATcATGCTGTaCGCTGGTACAATACGG 
A CCCCC TT CT 



640 



641 GATTAG AGCGTGT ATGGGGACCGGATTCTAG AG ATTGG AT 
C G C T T 



680 



FIG. 3A 
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681 AAGATATAATCAATTTAGAAGAGAATTAACACTAACTGTA 720 
T CCGCG GCCAT 

721 TTAGATATCGTTTCTCTATTTCCGAACTATGATAGTAGAA 7 60 
G C T G C C CTCC 

7 61 CGTATCC AATTCGAACAGTTTCCC AATTAACAAGAGAAAT 800 
CCTCT G CTC 

801 TT ATAC AAACCC AGTATTAG AAAATTTTG ATGGT AGTTTT 84 0 
C T TCTGCCC CC 

841 CGAGGCTCGGCTCAGGGCATAGAAGGAAGTATTAGGAGTC 880 
T T T C A T C CTCC C C 

881 CACATTTGATGGATATACTTAATAGTATAACCATCTATAC 920 
C CCTGCC T C 

92 1 GGATGCTCATAGAGGAGAATATTATTGGTCAGGGCATCAA 9 60 
C C G C TACG 

961 ATAATGGCTTCTCCTGTAGGGTTTTCGGGGCCAGAATTCA 1000 
C C ATA CAGC C G T 

1001 CTTTTCCGCTATATGGAACT ATGGGAAATGC AGCTCC AC A 104 0 
CTC C C 

104 1 ACAACGTATTGTTGCTCAACTAGGTCAGGGCGTGTATAGA 1080 
C T C C 

1081 AC ATTATCGTCC ACCTTATATAG AAG ACCTTTTAATAT AG 1120 
CGT GC CC C 

1121 GGATAAATAATCAACAACTATCTGTTCTTGACGGGACAGA 1160 
TCCCG TC A 

1161 ATTTGCTTATGGAACCTCCTCAAATTTGCCATCCGCTGTA 1200 
G C C T T C T 

1201 TAC AGAAAAAGCGG AACGGTAGATTC GCTGGATG AAAT AC 124 0 
G C T CT C C 

1241 CGCC ACAG AATAAC AACGTGCCACCTAGGC AAGGATTT AG 1280 
A C T C CTC 

1281 TC ATCGATTAAGCC ATGTTTCAATGTTTCGTTCAGGCTTT 1320 
CCAGG CGC C CAC 

1321 AGTAAT AGTAGTGT AAGTATAAT AAG AGCTCCT ATGTTCT 13 60 
C C TCC G C C C 

13 61 CTTGGATAC ATCGT AGTGCTGAATTT AATAAT ATAATTCC 14 00 
AT G C C C 



FIG. 3B 
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1401 TTCATCACAAATTACACAAATACCTTTAACAAAATCTACT 1440 
CT CC CAGCG 

1441 AATCTTGGCTCTGGAACTTCTGTCGTTAAAGGACCAGGAT 1480 
C A G C 

1481 TTACAGGAGGAGATATTCTTCGAAGAACTTCACCTGGCCA 1520 
C T A T 

1521 GATTTCAACCTTAAGAGTAAATATTACTGCACCATTATCA 1560 
AGC CC TCC CTT 

1561 CAAAGATATCGGGTAAGAATTCGCTACGCTTCTACCACAA 1600 

T C G T A A 

1601 ATTTACAATTCCATACATCAATTGACGGAAGACCTATTAA 1640 
CG CCCC G C 

1641 TCAGGGGAATTTTTCAGCAACTATGAGTAGTGGGAGTAAT 1680 
T C C C C TCA CCCC 

1681 TTACAGTCCGGAAGCTTTAGGACTGTAGGTTTTACTACTC 172 0 
GA C CACC C 

1721 CGTTTAACTTTTCAAATGGATCAAGTGTATTTACGTTAAG 17 60 
TC CTC CTCCCT 

17 61 TGCTCATGTCTTCAATTCAGGCAATGAAGTTTATATAGAT 1800 
C G T G C T C 

1801 CGAATTGAATTTGTTCCGGCAGAAGTAACCTTTGAGGCAG 184 0 
T G GTC T C T 

1841 AATAT 1845 
G C 
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1 ATGGATAACAATCCGAACATCAATGAATGCATTCCTTATA 4 0 
CCA C AC 

4 1 ATTGTTTAAGTAACCCTGAAGTAGAAGTATTAGGTGGAGA 80 
C C G A T C T 

8 1 AAGAATAGAAACTGGTTACACCCCAATCGATATTTCCTTG 120 
CCT C TC CC 

121 TCGCTAACGCAATTTCTTTTGAGTGAATTTGTTCCCGGTG 1 60 
CT GAG GCCCGCGA 

161 CTGGATTTGTGTTAGGACTAGTTGAT AT AAT AT GGGG AAT 200 
GCTCC CCC T 

201 TTTTGGTCCCTCTCAATGGGACGCATTTCTTGTACAAATT 240 
C A T C G G 

2 41 G AACAGTT AATTAACC AAAGAATAG AAGAATTCGCTAGG A 280 

G GC GGC G C 

281 ACC AAGCC ATTTCTAGATTAGAAGGACTAAGC AATCTTTA 320 
G C G G T G C 

321 TCAAATTTACGCAGAATCTTTTAGAGAGTGGGAAGCAGAT 3 60 
C C T GAGC C C 

3 61 CCTACTAATCCAGCATTAAGAGAAGAGATGCGTATTCAAT 4 00 

C TC CC C G A 

4 01 TC AATGAC ATGAAC AGTGCCCTTACAACCGCT ATTCCTCT 4 4 0 

C CTGCA CAT 

4 4 1 TTTTGCAGTTCAAAATTATCAAGTTCCTCTTTTATCAGTA 4 80 

GC CGCC CGCG 

4 81 T ATGTTC AAGCTGC AAATTTAC ATTT ATC AGTTTTGAG AG 5 20 

C A T C T CC CAGC GC TC 

521 ATGTTTCAGTGTTTGGACAAAGGTGGGGATTTGATGCCGC 5 60 
C AGC G C T 

5 61 GACTATCAATAGTCGTTATAATGATTTAACTAGGCTTATT 600 

AC C CCCCT G 

601 GGCAACTATACAGATTATGCTGTACGCTGGTAC AATACGG 64 0 
A CCCCC TT CT 

64 1 GATTAGAACGTGTATGGGGACCGGATTCTAGAGATTGGGT 680 
C G G C T T A 
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681 AAGGTATAATC AATTTAG AAGAGAATT AAC ACT AACTGTA 720 
TACCGCG GCCAT 

7 21 TTAGATATCGTTGCTCTGTTCCCGAATTATGATAGTAGAA 7 60 
G C T GT C C CTCC 

7 61 G ATATCC AATTCG AAC AGTTTCCC AATT AAC AAG AG AAAT 800 
CCCTCT G CTC 

801 TTATACAAACCCAGTATTAGAAAATTTTGATGGTAGTTTT 840 
C T TCTGCCC CC 

841 CGAGGCTCGGCTCAGGGCATAGAAAGAAGTATTAGGAGTC 880 
TTTCATC G CTCC C C 

881 CACATTTGATGGATATACTTAACAGTATAACCATCTATAC 920 
C C CT G C T C 

92 1 GG ATGCTC AT AGGGGTTATT ATT ATTGGTCAGGGCATCAA 960 
C CAAGG C TACG 

961 AT AATGGCTTCTCCTGTAGGGTTTTCGGGGCC AGAATTCA 1000 
C C ATA CAGC C G T 

1001 CTTTTCCGCTAT ATGGAACT ATGGGAAATGC AGCTCC AC A 104 0 
CTC C C 

1041 ACAACGTATTGTTGCTCAACTAGGTCAGGGCGTGTATAGA 1080 
C T C C 

1081 AC ATTATCGTCCACTTTATATAGAAGACCTTTTAATATAG 1120 
CGT CGC CC C 

1121 GGATAAATAATCAACAACTATCTGTTCTTGACGGGACAGA 1160 
TCCCG TC A 

1161 ATTTGCTTATGGAACCTCCTCAAATTTGCCATCCGCTGTA 1200 
G C C T T C T 

1201 TAC AGAAAAAGCGG AACGGT AGATTCGCTGGATG AAAT AC 12 4 0 
G C T CT C C 

1241 CGCCACAGAATAAC AACGTGCC ACCT AGGC AAGG ATTT AG 12 80 
A C T C CTC 

1281 TC ATCGATTAAGCC ATGTTTC AATGTTTCGTTCAGGCTTT 1320 
CCA GG CGC C CAC 

1321 AGTAATAGTAGTGTAAGTATAATAAGAGCTCCTATGTTCT 13 60 
C C TCC G C C C 

13 61 CTTGGATACATCGTAGTGCTGAATTTAATAATATAATTGC 14 00 . 

C G C C C C C 
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14 01 ATCGGATAGTATTACTCAAATCCCTGCAGTGAAGGGAAAC 144 0 
C 

14 41 TTTCTTTTTAATGGTTCTGTAATTTCAGGACCAGGATTTA 14 80 
C C C C C 

14 81 CTGGTGGGGACTTAGTTAGATTAAATAGTAGTGGAAATAA 1520 
A C C C C C C 

1521 CATTCAGAATAGAGGGTATATTGAAGTTCCAATTCACTTC 15 60 

1561 CCATCGACATCTACCAGATATCGAGTTCGTGTACGGTATG 1600 
C A GA 

1601 CTTCTGTAACCCCGATTCACCTCAACGTTAATTGGGGTAA 164 0 
G T 

1641 TTCATCCATTTTTTCCAATACAGTACCAGCTACAGCTACG 1680 
C C T C 

1681 TCATTAGATAATCTACAATCAAGTGATTTTGGTTATTTTG 1720 
C G C C C C C 

17 21 AAAGTGCCAATGCTTTTACATCTTCATTAGGTAATATAGT 17 60 

C C C C 

17 61 AGGTGTTAGAAATTTTAGTGGGACTGCAGGAGTGATAATA 1800 
G C T C 

1801 GACAGATTTGAATTTATTCCAGTTACTGCAACACTCGAGG 184 0 
C G C 

1841 CTGAATATAATCTGGAAAGAGCGCAGAAGGCGGTGAATGC 1880 

A TGCG 

1881 GCTGTTTACGTCTACAAACCAACTAGGGCTAAAAACAAAT 1920 
CTGT ACGTCTACA C AGCT G ACTC G CA TG 

1921 G 1921 
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1 GAAAGAATAGAAACTGGTTACACCCCAATCGATATTTCCT 4 0 
ATGGCC T C T C C C 

4 1 TGTCGCTAACGCAATTTCTTTTGAGTGAATTTGTTCCCGG 80 
CTGAG GCCCGCGA 

81 TGCTGGATTTGTGTTAGGACTAGTTGATATAATATGGGGA 120 
GCTCC CCC T 

121 ATTTTTGGTCCCTCTCAATGGGACGCATTTCTTGTACAAA 1 60 
C A T C G G 

161 TTGAACAGTTAATTAACCAAAGAATAGAAGAATTCGCTAG 200 
G GC GGC G C 

201 GAACC AAGCC ATTTCTAGATTAGAAGGACT AAGCAATCTT 24 0 
G C G G T G C 

2 41 TATCAAATTTACGC AGAATCTTTT AGAGAGTGGGAAGCAG 280 

C C T GAGC C C 

281 ATCCTACTAATCCAGCATTAAGAGAAGAGATGCGTATTCA 320 
C TC CC C G A 

321 ATTCAATGACATGAACAGTGCCCTTACAACCGCTATTCCT 360 
C CTGCA CA 

3 61 CTTTTTGCAGTTCAAAATTATCAAGTTCCTCTTTTATCAG 400 

TGC CGCC CGC 

4 01 TATATGTTCAAGCTGCAAATTTAC ATTTATCAGTTTTGAG 4 40 

G C A T C T CC CAGC GC TC 

4 41 AG ATGTTTC AGTGTTTGG AC AAAGGTGGGG ATTTGATGCC 4 80 
C AGC G C T 

4 81 GCGACTATCAAT AGTCGTTATAATGATTTAACTAGGCTTA 520 

AC C CCCCT G 

521 TTGGCAACTATACAGATTATGCTGTACGCTGGTACAATAC 560 
A CCCCC TT C 

5 61 GGGATTAGAACGTGTATGGGGACCGGATTCTAGAGATTGG 600 

T C G G C T T 

601 GT AAGGT AT AATC AATTT AG AAG AG AATT AAC ACT AACTG 64 0 
ATACCGCG GCCA 

641 TATTAGATATCGTTGCTCTGTTCCCGAATTATGATAGTAG 680 
T G C T GT C C CTCC 
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681 AAGATATCCAATTCGAACAGTTTCCCAATTAACAAGAGAA 
CCCTCT G CTC 

721 ATTTATACAAACCCAGTATTAGAAAATTTTGATGGTAGTT 
C T TCTGCCC C 

7 61 TTCGAGGCTCGGCTCAGGGCATAG AAAGAAGTATTAGGAG 
CTTTCATC G CTCC C 

801 TCCAC ATTTGATGGATAT ACTTAAC AGTAT AACC ATCTAT 
C C CCTG C T C 

841 ACGG ATGCTC AT AGGGGTTATTATT ATTGGTC AGGGC ATC 
C CAAGG C TAG 

881 AAATAATGGCTTCTCCTGTAGGGTTTTCGGGGCC AG AATT 
G C C ATA CAGC C G 

92 1 CACTTTTCCGCTATATGGAACTATGGGAAATGCAGCTCCA 
T C T C C C 

961 C AACAACGTATTGTTGCTCAACTAGGTCAGGGCGTGTATA 
C T C C 

1001 GAACATTATCGTCCACTTTATATAGAAGACCTTTTAATAT 
CGT CGC CC 

1041 AGGG AT AAATAATCAAC AACTATCTGTTCTTGACGGGAC A 
CTCCCG TC A 

1081 GAATTTGCTTATGGAACCTCCTCAAATTTGCCATCCGCTG 
G C C T T C 

1121 TATACAGAAAAAGCGGAACGGTAGATTCGCTGGATGAAAT 
T G C T CT C 

1161 ACCGCC AC AGAATAACAACGTGCC ACCTAGGC AAGG ATTT 
C A C T C C 

1201 AGTCATCGATTAAGCCATGTTTCAATGTTTCGTTCAGGCT 
TCC CAGG CGC C CA 

12 41 TTAGTAATAGTAGTGTAAGTATAATAAGAGCTCCTATGTT 

C C C TCC G C C C 

1281 CTCTTGGATAC ATCGTAGTGCTGAATTTAATAATAT AATT 

C G C C C C C 

1321 GC ATCGGATAGT ATT ACTCAAATCCCTGC AG.TGAAGGGAA 
C 

13 61 ACTTTCTTTTTAATGGTTCTGTAATTTCAGGACCAGGATT 

C C C C 



720 



760 



800 



840 



880 



920 



960 



1000 



1040 



1080 



1120 



1160 



1200 



1240 



1280 



1320 



1360 



1400 
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1401 TACTGGTGGGGACTTAGTTAGATTAAATAGTAGTGGAAAT 1440 
C ACC CCCC 

1441 AACATTCAGAATAGAGGGTATATTGAAGTTCCAATTCACT 1480 



1481 TCCCATCGACATCTACCAGATATCGAGTTCGTGTACGGTA 1520 
C A GA 

1521 TGCTTCTGTAACCCCGATTCACCTCAACGTTAATTGGGGT 1560 
G T 

1561 AATTCATCCATTTTTTCCAATACAGTACCAGCTACAGCTA 1600 

C C T 

1601 CGTCATTAGATAATCTACAATCAAGTGATTTTGGTTATTT 1640 
CCG C CC C C 

1641 TGAAAGTGCCAATGCTTTTACATCTTCATTAGGTAATATA 1680 

C C C C 

1681 GTAGGTGTTAGAAATTTTAGTGGGACTGCAGGAGTGATAA 1720 
G C T 

1721 TAGACAGATTTGAATTTATTCCAGTTACTGCAACACTCGA 17 60 
C C G C 

1761 GGCTGAA 1767 
G 
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1 ATGGATAACAATCCGAACATCAATGAATGCATTCCTTATA 4 0 
CCA C AC. 

4 1 ATTGTTTAAGT AACCCTGAAGT AG AAGT ATT AGGTGGAGA 8 0 
C C G A T C T 

8 1 AAGAATAGAAACTGGTTACACCCCAATCGATATTTCCTTG 120 
CCT C TC CC 

121 TCGCTAACGCAATTTCTTTTGAGTGAATTTGTTCCCGGTG 160 
CTGAG GCCCGCGA 

161 CTGGATTTGTGTTAGGACTAGTTGATATAATATGGGGAAT 200 
GCTCC CCC T 

201 TTTTGGTCCCTCTCAATGGGACGCATTTCTTGTACAAATT 24 0 
C A T C G G 

2 41 G AAC AGTT AATT AACC AAAG AAT AG AAG AATTCGCTAGG A 280 
G GC GGC G C 

2 81 ACCAAGCCATTTCTAGATTAGAAGGACTAAGC AATCTTTA 320 

G C G G T G C 

321 TCAAATTTACGCAGAATCTTTTAGAGAGTGGGAAGCAGAT 360 
C C T GAGC C C 

3 61 CCTACTAATCCAGCATTAAGAGAAGAGATGCGTATTCAAT 400 

C TC CC C G A 

4 01 TCAATGACATGAACAGTGCCCTTACAACCGCTATTCCTCT 4 4 0 

C CTGCA CAT 

441 TTTTGCAGTTCAAAATTATCAAGTTCCTCTTTTATCAGTA 4 80 
GC CGCC CGCG 

4 81 TATGTTCAAGCTGCAAATTTACATTTATCAGTTTTGAGAG 520 

C A T C T CC CAGC GC TC 

521 ATGTTTCAGTGTTTGGACAAAGGTGGGGATTTGATGCCGC 5 60 
C AGC G C T 

5 61 GACTATC AATAGTCGTT ATAATG ATTT AACTAGGCTTATT 600 

AC C CCCCT G 

601 GGC AACTATAC AGATTATGCTGTACGCTGGTAC AATACGG 64 0 
A CCCCC TT CT 

641 GATTAGAACGTGTATGGGGACCGGATTCTAGAGATTGGGT 680 
C G G C T T A 
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681 AAGGTATAATCAATTTAGAAGAGAATTAACACTAACTGTA 
TACCGCG GCCAT 

721 TTAGATATCGTTGCTCTGTTCCCGAATTATGATAGTAGAA 
G C T GT C C CTCC 

7 61 GATATCCAATTCG AAC AGTTTCCC AATTAAC AAGAG AAAT 
CCCTCT G CTC 

801 TTATAC AAACC C AGTATTAG AAAATTTTG ATGGTAGTTTT 
C T TCTGCCC CC 

841 CGAGGCTCGGCTCAGGGCATAGAAAGAAGTATTAGGAGTC 
TTTCATC G CTCC C C 

881 C ACATTTG ATGGATATACTTAAC AGTATAACCATCTAT AC 
C C CT G C T C 

921 GGATGCTCATAGGGGTTATTATTATTGGTCAGGGCATCAA 
C CAAGG C TACG 

961 ATAATGGCTTCTCCTGTAGGGTTTTCGGGGCCAGAATTC A 
C C ATA CAGC C G T 

1001 CTTTTCCGCTATATGGAACTATGGGAAATGCAGCTCCACA 
CTC C C 

1041 ACAACGTATTGTTGCTCAACTAGGTCAGGGCGTGTATAGA 
C T C C 

1081 ACATTATCGTCCACTTTATATAGAAGACCTTTTAATATAG 
CGT CGC CC C 

1121 GGATAAATAATC AAC AACTATCTGTTCTTGACGGG AC AGA 
TCCCG TC A 

1161 ATTTGCTTATGGAACCTCCTC AAATTTGCCATCCGCTGTA 
G C C T T C T 

1201 TACAG AAAAAGCGGAACGGTAG ATTCGCTGGATGAAATAC 
G C T CT C C 

1241 CGCC AC AGAATAACAACGTGCCACCTAGGCAAGGATTTAG 
A C T C CTC 

1281 TCATCGATTAAGCCATGTTTCAATGTTTCGTTCAGGCTTT 
CCA GG CGC C CAC 

1321 AGTAATAGTAGTGTAAGTATAATAAGAGCTCCTATGTTCT 
C C TCC G C C C 

1361 CTTGG AT AC ATCGTAGTGCTG AATTT AAT AAT ATAATTGC 
C G C C C C C 
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800 



840 
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1401 ATCGGATAGTATTACTCAAATCCCTGCAGTGAAGGGAAAC 1440 
C 

• • • ' 

14 41 TTTCTTTTTAATGGTTCTGTAATTTCAGGACCAGGATTTA 1480 
C C C C C 

1481 CTGGTGGGGACTTAGTT AGATTAAATAGTAGTGGAAAT AA 1520 
A C C C C C C 

• • • * 

1521 C ATTC AG AATAGAGGGT ATATTG AAGTTCC AATTC ACTTC 1560 



15 61 CCATCGACATCTACCAGATATCGAGTTCGTGTACGGTATG 1600 
C A GA 

1601 CTTCTGTAACCCCGATTCACCTCAACGTTAATTGGGGTAA 1640 
G T 

1641 TTCATCCATTTTTTCCAATACAGTACCAGCTACAGCTACG 1680 
C C T C 

• • • • 

1681 TC ATTAGATAATCTAC AATC AAGTG ATTTTGGTT ATTTTG 1720 
C G C C C C C 

17 21 AAAGTGCCAATGCTTTTACATCTTCATTAGGTAATATAGT 17 60 

C C _ C C 

17 61 AGGTGTT AGAAATTTTAGTGGGACTGC AGGAGTG AT AAT A 1800 
G C T C 

1801 G ACAG ATTTGAATTTATTCC AGTTACTGC AAC ACTCG AGG 184 0 
C G C 

1841 CTGAATATAATCTGGAAAG AGCGCAGAAGGCGGTG AATGC 1880 

1881 GCTGTTT ACGTCTAC AAACC AACT AGGGCTAAAAAC AAAT 1920 

1921 GTAACGG ATTATC ATATTGATC AAGTGTCC AATTT AGTTA 1960 

1961 CGTATTTATCGGATG AATTTTGTCTGGATG AAAAGCG AG A 2000 

2001 ATTGTCCGAGAAAGTCAAACATGCGAAGCGACTCAGTGAT 2040 

2041 G AACGC AATTT ACTCC AAG ATTC AAATTTC AAAGAC ATTA 2080 

2081 ATAGGC AACC AGAACGTGGGTGGGGCGGAAGTACAGGGAT 2120 
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2121 TACCATCCAAGGAGGGGATGACGTATTTAAAGAAAATTAC 2160 

• • • • 

2161 GTCAC ACTATC AGGTACCTTTGATGAGTGCTATCC AACAT 2200 

2201 ATTTGTATC AAAAAATCGATGAATC AAAATTAAAAGCCTT 224 0 

2241 TACCCGTTATC AATTAAGAGGGTATATCGAAG ATAGTCAA 2280 

2281 GACTT AGAAATCTATTT AATTCGCTACAATGCAAAAC ATG 2320 

2321 AAAC AGTAAATGTGCC AGGTACGGGTTCCTT ATGGCCGCT 23 60 

2361 TTCAGCCCAAAGTCC AATCGGAAAGTGTGGAGAGCCGAAT 24 00 

2401 CGATGCGCGCC AC ACCTTGAATGGAATCCTGACTT AGATT 24 4 0 

24 41 GTTCGTGTAGGGATGGAGAAAAGTGTGCCCATCATTCGCA 24 80 

24 81 TCATTTCTCCTTAGAC ATTGATGTAGGATGTAC AG ACTTA 2520 
2521 AATGAGG ACCT AGGTGTATGGGTGATCTTTAAG ATTAAGA 25 60 

25 61 CGCAAGATGGGC ACGC AAGACTAGGGAATCTAGAGTTTCT 2 600 
2 601 CGAAGAGAAACCATTAGTAGGAGAAG.CGCTAGCTCGTGTG 2 64 0 
2 641 AAAAGAGCGGAGAAAAAATGGAGAGACAAACGTGAAAAAT 2 680 
2 681 TGGAATGGGAAAC AAATATCGTTTATAAAGAGGC AAAAGA 2720 
2721 ATCTGTAG ATGCTTTATTTGTAAACTCTC AAT ATG ATC AA 27 60 
27 61 TTACAAGCGGAT ACGAATATTGCCATGATTCATGCGGCAG 2800 
2801 ATAAACGTGTTC ATAGC ATTCG AGAAGCTTATCTGCCTG A 284 0 

FIG.9D 
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2841 GCTGTCTGTGATTCCGGGTGTCAATGCGGCTATTTTTGAA 2880 

• • • 

2881 GAATTAGAAGGGCGTATTTTCACTGCATTCTCCCTATATG 2920 

• • * * 

2 921 ATGCG AGAAATGTC ATT AAAAATGGTG ATTTTAAT AATGG 2 960 

2 961 CTTATCCTGCTGGAACGTG AAAGGGC ATGTAG ATGTAGAA 3000 

3001 GAACAAAACAACCAACGTTCGGTCCTTGTTGTTCCGGAAT 3040 

3041 GGGAAGCAGAAGTGTCACAAGAAGTTCGTGTCTGTCCGGG 3080 

3081 TCGTGGCTATATCCTTCGTGTCACAGCGTACAAGGAGGGA 3120 

3121 TATGGAGAAGGTTGCGTAACCATTCATGAGATCGAGAACA 3160 

3161 ATACAGACGAACTGAAGTTTAGCAACTGCGTAGAAGAGGA 3200 

3201 AATCTATCCAAATAACACGGTAACGTGTAATGATTATACT 3240 

3241 GTAAATCAAGAAGAATACGGAGGTGCGTACACTTCTCGTA 3280 

3281 ATCGAGGATATAACGAAGCTCCTTCCGTACCAGCTGATTA 3320 

3321 TGCGTCAGTCTATGAAGAAAAATCGTATACAGATGGACGA 3360 

3361 AGAGAGAATCCTTGTGAATTTAACAGAGGGTATAGGGATT 3400 

3401 ACACGCCACTACCAGTTGGTTATGTGACAAAAGAATTAGA 34 4 0 

3441 ATACTTCCC AG AAACCG ATAAGGTATGGATTGAG ATTGG A 3480 

3481 GAAACGGAAGGAACATTTATCGTGGACAGCGTGGAATTAC 3520 

3521 TCCTTATGGAGGAA 3534 
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1 ATGGATAAC AATCCGAACATCAATGAATGCATTCCTTATA 4 0 
CCA C AC 

4 1 ATTGTTTAAGT AACCCTG AAGTAGAAGTATTAGGTGGAGA 8 0 

CCG AT CT * 

. . • • 

81 AAGAATAGAAACTGGTTACACCCCAATCGATATTTCCTTG 120 
CCT C TC CC 

• • • • 

121 TCGCTAACGCAATTTCTTTTGAGTGAATTTGTTCCCGGTG 160 
CT G AG GCCCG CGA 

161 CTGGATTTGTGTT AGGACTAGTTGAT ATAATATGGGG AAT 200 
GCTCC CCC T 

• . • • 

201 TTTTGGTCCCTCTCAATGGGACGCATTTCTTGTACAAATT 240 
C A T C G G 

• • 

241 GAAC AGTTAATTAACCAAAGAAT AGAAGAATTCGCTAGG A 280 
G GC GGC G C 

281 ACCAAGCCATTTCTAGATTAGAAGGACTAAGCAATCTTTA 320 
G C G G T G C 

321 TCAAATTTACGCAGAATCTTTTAGAGAGTGGGAAGCAGAT 3 60 
C C T GAGC C C 

361 CCTACTAATCC AGC ATT AAG AG AAG AG ATGCGTATTC AAT 4 00 
C TC CC C G A 

401 TCAATGACATG AACAGTGCCCTT ACAACCGCTATTCCTCT 4 4 0 
C CTGCA CAT 

4 41 TTTTGC AGTTC AAAATT ATC AAGTTCCTCTTTTATC AGTA 4 80 
GC CGCC CGCG 

• 

481 TATGTTCAAGCTGCAAATTTACATTTATCAGTTTTGAGAG 520 
C A T C T CC CAGC GC TC 

521 ATGTTTCAGTGTTTGGACAAAGGTGGGGATTTGATGCCGC 5 60 
C AGC G C T 

• • * • 

561 GACTATCAATAGTCGTTATAATGATTTAACTAGGCTTATT 600 
AC C CCCCT G 

• • • • 

601 GGCAACTATACAGATTATGCTGTACGCTGGTACAATACGG 640 
A CC.CCC TT CT 
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641 


GATTAGAACGTGTATGGGGACCGGATTCTAGAGATTGGGT 
C G G C T T A 


680 


681 


AAGGTATAATCAATTTAGAAGAGAATTAACACTAACTGTA 
TACCGCG GCCAT 


TOO 


721 


TTAGATATCGTTGCTCTGTTCCCGAATTATGATAGTAGAA 
G C T GT C C CTCC 


7 6U 


761 


GATATCCAATTCGAACAGTTTCCCAATTAACAAGAGAAAT 
CCCTCT G CTC 


OUU 


801 


. . • 

TTATACAAACCCAGTATTAGAAAATTTTGATGGTAGTTTT 
c T TCTGCCC CC 


O A f\ 

o4U 


841 


CGAGGCTCGGCTCAGGGCATAGAAAGAAGTATTAGGAGTC 
TTTCATC G CTCC C C 


880 


881 


CACATTTGATGGATATACTTAACAGTATAACCATCTATAC 
C C CT G C T C 


920 


921 


GGATGCTCATAGGGGTTATTATTATTGGTCAGGGCATCAA 
C C A AG G C T A C G 


960 


961 


ATAATGGCTTCTCCTGTAGGGTTTTCGGGGCCAGAATTCA 
C C ATA CAGC C G T 


1000 


1001 


CTTTTCCGCTATATGGAACTATGGGAAATGCAGCTCCACA 
CTC C .C 


104 0 


1041 


ACAACGTATTGTTGCTCAACTAGGTCAGGGCGTGTATAGA 
C T C C 


*i r\ q r\ 

1080 


1081 


ACATTATCGTCCACTTTATATAGAAGACCTTTTAATATAG 
CGT CGC CC C 


1120 


1121 


GGATAAATAATCAACAACTATCTGTTCTTGACGGGACAGA 
TCCCG TC A 


1160 


1161 


ATTTGCTTATGGAACCTCCTCAAATTTGCCATCCGCTGTA 
G C C T T C T 


1200 


1201 


TACAGAAAAAGCGGAACGGTAGATTCGCTGGATGAAATAC 
G C T CT C C 


1240 


1241 


CGCCACAGAATAACAACGTGCCACCTAGGCAAGGATTTAG 
A C T C CTC 


1280 


1281 


TCATCGATTAAGCCATGTTTCAATGTTTCGTTCAGGCTTT 
CCAGG CGC C CAC 


1320 


1321 


AGTAATAGTAGTGTAAGTATAATAAGAGCTCCTATGTTCT 


1360 



C C TCC G C C C 
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• • • * 

13 61 CTTGG ATAC ATCGTAGTGCTGAATTTAATAATATAATTGC 1400 

C G C C C C C 

• ■ • • 

1401 ATCGGATAGTATTACTCAAATCCCTGCAGTGAAGGGAAAC 14 40 
C 

• * • • 

14 41 TTTCTTTTTAATGGTTCTGTAATTTC AGG ACC AGG ATTTA 14 80 

C C C C C 

14 81 CTGGTGGGG ACTTAGTT AGATTAAATAGT AGTGG AAAT AA 1520 
A C C C C C C 

1521 C ATTC AGAATAGAGGGT ATATTG AAGTTCC AATTC ACTTC 1560 



1561 CCATCGACATCTACCAG ATATCG AGTTCGTGTACGGTATG 1600 
C A GA 

1601 CTTCTGTAACCCCGATTCACCTC AACGTTAATTGGGGTAA 164 0 
G T 

1641 TTC ATCCATTTTTTCCAATAC AGTACC AGCTACAGCTACG 1680 
C C T C 

1681 TC ATT AG AT AATCT AC AATC AAGTG ATTTTGGTT ATTTTG 1720 
C G C C C C C 

1721 AAAGTGCC AATGCTTTTACATCTTC ATTAGGTAATATAGT 17 60 

C C C C 

17 61 AGGTGTTAGAA ATTTT AGTGGG ACTGC AGG AGTGATAAT A 1800 
G C T C 

1801 G AC AGATTTGAATTT ATTCCAGTTACTGC AAC ACTCGAGG 184 0 
C G C 

1841 CTGAATATAATCTGGAAAGAGCGC AGAAGGCGGTG AATGC 1880 



1881 GCTGTTTACGTCTAC AAACCAACTAGGGCTAAAAAC AAAT 1920 

G C C C G C 

1921 GTAACGGATTATCATATTGATC AAGTGTCC AATTTAGTTA 1960 
G C G G 

1961 CGTATTTATCGGATGAATTTTGTCTGGATG AAAAGCGAGA 2000 
C CC CAGC G C 

2001 ATTGTCCGAGAAAGTC AAACATGCGAAGCGACTCAGTGAT 204 0 



2041 GAACGCAATTTACTCCAAGATTCAAATTTCAAAGACATTA 2080 
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2081 ATAGGCAACCAGAACGTGGGTGGGGCGGAAGTACAGGGAT 2120 

2121 T ACC ATCC AAGG AGGGG ATGACGT ATTTAAAG AAAATTAC 2160 
G TC GCGGC 

2161 GTCACACTATCAGGTACCTTTGATGAGTGCTATCCAACAT 2200 

2201 ATTTGTATCAAAAAATCGATGAATCAAAATTAAAAGCCTT 224 0 
CCCCGG CGCGG 

2241 TACCCGTTATCAATTAAGAGGGTATATCGAAGATAGTCAA 2280 

2281 GACTTAGAAATCTATTTAATTCGCTACAATGCAAAACATG 2320 
C C G CC C C 

2321 AAACAGTAAATGTGCCAGGTACGGGTTCCTTATGGCCGCT 2360 

23 61 TTCAGCCCAAAGTCCAATCGGAAAGTGTGGAGAGCCGAAT 2 400 

2401 CGATGCGCGCCACACCTTGAATGGAATCCTGACTTAGATT 2440 

2441 GTTCGTGTAGGGATGGAGAAAAGTGTGCCCATCATTCGCA 2480 

2481 TCATTTCTCCTTAGACATTGATGTAGGATGTACAGACTTA 2520 

2 521 AATGAGGACCTAGGTGTATGGGTGATCTTTAAGATTAAGA 2 560 

2561 CGCAAGATGGGCACGCAAGACTAGGGAATCTAGAGTTTCT 2 600 

2 601 CGAAGAGAAACCATTAGTAGGAGAAGCGCTAGCTCGTGTG 2 64 0 

2 641 AAAAGAGCGGAGAAAAAATGGAGAGACAAACGTGAAAAAT 2 680 

G G 

2 681 TGGAATGGGAAACAAATATCGTTTATAAAGAGGCAAAAGA 2720 

G C C C C 

2721 ATCTGTAGATGCTTTATTTGTAAACTCTCAATATGATCAA 27 60 

2761 TTACAAGCGGATACGAATATTGCCATGATTCATGCGGCAG 2800 
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2801 ATAAACGTGTTCATAGCATTCGAGAAGCTTATCTGCCTGA 284 0 

2841 GCTGTCTGTGATTCCGGGTGTCAATGCGGCTATTTTTGAA 2880 

2881 GAATTAGAAGGGCGTATTTTCACTGCATTCTCCCTATATG 2920 

C C 

2921 ATGCGAGAAATGTCATTAAAAATGGTGATTTTAATAATGG 2960 
C C CGC CCC 

2961 CTTATCCTGCTGGAACGTGAAAGGGCATGTAGATGTAGAA 3000 

3001 G AACAAAAC AACC AACGTTCGGTCCTTGTTGTTCCGGAAT 304 0 

3041 GGGAAGCAGAAGTGTCACAAGAAGTTCGTGTCTGTCCGGG 3080 

3081 TCGTGGCTATATCCTTCGTGTCACAGCGTACAAGGAGGGA 3120 

3121 TATGGAGAAGGTTGCGTAACCATTCATGAGATCGAGAACA 3160 

3161 ATACAGACGAACTGAAGTTTAGCAACTGCGTAGAAGAGGA 3200 

3201 AATCTATCCAAATAACACGGTAACGTGTAATGATTATACT 3240 

3241 GTAAATCAAGAAGAATACGGAGGTGCGTACACTTCTCGTA 32 80 

3281 ATCGAGGATATAACGAAGCTCCTTCCGTACCAGCTGATTA 3320 

3321 TGCGTCAGTCTATGAAGAAAAATCGTATACAGATGGACGA 3360 

3361 AGAGAGAATCCTTGTGAATTTAACAGAGGGTATAGGGATT 3400 

3401 ACACGCCACTACCAGTTGGTTATGTGACAAAAGAATTAGA 34 4 0 

3441 ATACTTCCCAGAAACCGATAAGGTATGGATTGAGATTGGA 34 80 

3481 GAAACGGAAGGAACATTTATCGTGGACAGCGTGGAATTAC 3520 
3521 TCCTTATGGAGGAA 3534 

FIG. 10E 
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1 ATGGATAACAATCCGAACATCAATGAATGCATTCCTTATA 4 0 
CCA C AC 

4 1 ATTGTTTAAGTAACCCTG AAGTAGAAGTATTAGGTGGAGA 8 0 
C C G A T C T 

8 1 AAGAATAGAAACTGGTTAC ACCCC AATCGAT ATTTCCTTG 1 2 0 
CCT C TC C C 

121 TCGCTAACGCAATTTCTTTTGAGTGAATTTGTTCCCGGTG 160 
CTGAG GCCCGCGA 

161 CTGG ATTTGTGTTAGGACTAGTTG AT AT AATATGGGGAAT 200 
GCTCC CCC T 

201 TTTTGGTCCCTCTCAATGGG ACGC ATTTCTTGT AC AAATT 2 40 
C A T C G G 

241 GAACAGTTAATTAACCAAAGAATAGAAGAATTCGCTAGGA 280 
G GC GGC G C 

281 ACCAAGCC ATTTCTAGATTAGAAGGACTAAGCAATCTTTA 320 
G C G G T G C 

321 TCAAATTTACGCAGAATCTTTTAGAGAGTGGGAAGCAGAT 3 60 
C C T GAGC C C 

3 61 CCTACTAATCCAGCATTAAGAGAAGAGATGCGTATTCAAT 4 00 

C TC CC C G A 

4 01 TCAATGACATGAACAGTGCCCTTACAACCGCTATTCCTCT 4 4 0 

C CTGCA CAT 

441 TTTTGCAGTTCAAAATTATCAAGTTCCTCTTTTATCAGTA 4 80 
GC CGCC CGCG 

4 81 TATGTTCAAGCTGCAAATTTACATTTATC AGTTTTGAGAG 520 
C A T C T CC CAGC GC TC 

521 ATGTTTCAGTGTTTGGACAAAGGTGGGGATTTGATGCCGC 560 
C AGC G C T 

561 GACTATC AAT AGTCGTT ATAATG ATTTAACTAGGCTT ATT 600 
AC C CCCCT G 

601 GGCAACTATACAGATTATGCTGTACGCTGGTACAATACGG 64 0 
A CCCCC TT CT 

641 GATTAGAACGTGTATGGGGACCGGATTCTAGAGATTGGGT 680 
C G G C T T A 
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681 AAGGTATAATCAATTTAGAAGAGAATTAACACTAACTGTA 
TACCGCG GCCAT 



720 



721 TTAGATATCGTTGCTCTGTTCCCG AATTATGATAGTAGAA 
G C T GT C C CTCC 



760 



7 61 GATATCCAATTCGAACAGTTTCCC AATTAACAAGAGAAAT 
CCCTCT G CTC 



800 



801 TTATACAAACCCAGTATTAGAAAATTTTGATGGTAGTTTT 
C T TCTGCCC CC 



840 



841 CGAGGCTCGGCTCAGGGC ATAG AAAG AAGT ATTAGG AGTC 
TTTCATC G CTCC C C 



880 



881 CACATTTG ATGG ATATACTT AAC AGT ATAACC ATCT ATAC 
C C CT G C T C 



920 



921 GGATGCTCATAGGGGTTATTATTATTGGTCAGGGCATCAA 9 60 
C CAAGG C TACG 



961 ATAATGGCTTCTCCTGTAGGGTTTTCGGGGCCAGAATTCA 
C C ATA CAGC C G T 



1000 



1001 CTTTTCCGCTATATGGAACTATGGGAAATGCAGCTCCACA 
CTC C C 



1040 



1041 ACAACGTATTGTTGCTC AACTAGGTC AGGGCGTGTATAGA 
C T C C 



1080 



1081 ACATTATCGTCCACTTTATATAGAAGACCTTTTAATATAG 
CGT CGC CC C 



1120 



1121 GGATAAATAATCAACAACTATCTGTTCTTGACGGGACAGA 1160 
TCCCG TC A 



1161 ATTTGCTTATGGAACCTCCTCAAATTTGCC ATCCGCTGTA 
G C C T T C T 



1200 



1201 TACAGAAAAAGCGGAACGGTAGATTCGCTGGATGAAATAC 
G C T CT C C 



1240 



1241 CGCCAC AGAATAACAACGTGCCACCTAGGCAAGGATTTAG 
A C T C CTC 



1280 



1281 TCATCGATTAAGCCATGTTTCAATGTTTCGTTCAGGCTTT 
CCA GG CGC C CAC 



1320 



1321 AGTAATAGTAGTGTAAGTATAATAAGAGCTCCTATGTTCT 
C C TCC G C C C 



1360 



1361 CTTGGATACATCGTAGTGCTGAATTTAATAATATAATTGC 
C G C C C C C 
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14 01 ATCGGATAGTATTACTCAAATCCCTGC AGTGAAGGGAAAC 14 40 
C 

14 41 TTTCTTTTTAATGGTTCTGT AATTTC AGGACC AGGATTTA 1480 
C C C C C 

14 81 CTGGTGGGGACTTAGTTAGATTAAAT AGTAGTGG AAATAA 1520 
A C C C C C C 

1521 C ATTC AGAATAG AGGGTATATTG AAGTTCC AATTC ACTTC 15 60 



1561 CCATCGACATCTACCAGATATCGAGTTCGTGTACGGTATG 1600 
C A GA 

1601 CTTCTGTAACCCCGATTCACCTCAACGTTAATTGGGGTAA 164 0 
G T 

1641 TTCATCCATTTTTTCCAATACAGTACCAGCTACAGCTACG 1 680 
C C T C 

1681 TCATTAGATAATCTACAATCAAGTGATTTTGGTTATTTTG 17 20 
C G C C C C C 

1721 AAAGTGCCAATGCTTTTACATCTTCATTAGGTAATATAGT 17 60 

c c c c 

17 61 AGGTGTTAGAAATTTTAGTGGGACTGC AGGAGTGATAATA 1800 
G C T C 

1801 GACAGATTTGAATTTATTCCAGTTACTGCAACACTCGAGG 184 0 
C G C 

1841 CTG AAT AT AATCTGGAAAGAGCGC AG AAGGCGGTGAATGC 1880 
GCCTG C T C 

1881 GCTGTTTACGTCTACAAACC AACT AGGGCTAAAAAC AAAT 1920 
CC CCCTGTCTG TC 

1921 GTAACGGATTATCATATTGATCAAGTGTCC AATTTAGTTA 1960 
TTC C C CGC 

1961 CGTATTTATCGG ATGAATTTTGTCTGGATGAAAAGCGAGA 2000 
C CC TAGC G C C C C G T 

2001 ATTGTCCG AG AAAGTC AAAC ATGCG AAGCG ACTCAGTGAT 204 0 
CC T CC T CC 

2041 GAACGCAATTTACTCCAAGATTCAAATTTCAAAGACATTA 2080 
GAGCCTG CCC C 

2081 ATAGGC AACCAG AACGTGGGTGGGGCGGAAGTACAGGGAT 2120 
C G T T C C 
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2121 T ACC ATCC AAGG AGGGG ATGACGT ATTTAAAG AAAATTAC 2160 
C CCTGCGGC 

2161 GTCACACTATCAGGTACCTTTGATGAGTGCTATCCAACAT 2200 
CCCATCC CTC 

2201 ATTTGT ATC AAAAAATCGATGAATC AAAATTAAAAGCCTT 2240 
C CGG GCCC 

2241 TACCCGTTATCAATTAAGAGGGTATATCGAAGATAGTCAA 2280 
C AG CT CC CC 

* • • • 

2281 GACTTAGAAATCTATTTAATTCGCTAC AATGCAAAAC ATG 2320 
CT CCGCAG CGC 

2321 AAACAGTAAATGTGCC AGGTACGGGTTCCTTATGGCCGCT 2360 
GCG C T CC A 

2361 TTC AGCCCAAAGTCCAATCGGAAAGTGTGG AGAGCCGAAT 2400 
T TC C T G T C 

2 4 01 CGATGCGCGCCACACCTTGAATGGAATCCTGACTTAGATT 2 4 4 0 
AT G G C 

2 4 41 GTTCGTGTAGGG ATGGAGAAAAGTGTGCCC ATCATTCGCA 2480 
C C C C G C T 

2 481 TC ATTTCTCCTT AGACATTG ATGT AGG ATGTAC AG ACTTA 2520 
C GCG T C G 



2 521 AATGAGG ACCTAGGTGTATGGGTG ATCTTT AAG ATT AAGA 

C A C C C C 



2560 



2 561 CGCAAGATGGGCACGCAAGACTAGGGAATCTAGAGTTTCT 2 600 
C C A T C C T 

2 601 CGAAGAGAAACC ATTAGT AGGAGAAGCGCT AGCTCGTGTG 2 64 0 

G C T T • C 

2 641 AAAAGAGCGG AG AAAAAATGGAG AG AC AAACGTGAAAAAT 2 680 
G A G G G G C 

2 681 TGG AATGGG AAAC AAATATCGTTT AT AAAG AGGC AAAAG A 2720 
C T C CGC 

2721 ATCTGT AGATGCTTTATTTGTAAACTCTC AATATGATCAA 27 60 
GCG GCG C G 

2 7 61 TTAC AAGCGGAT ACG AAT ATTGCC ATG ATTC ATGCGGC AG 2800 
G CCCCC CCC 

2 801 ATAAACGTGTTC ATAGCATTCGAG AAGCTT ATCTGCCTGA 284 0 
C G C T G CT 
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2841 GCTGTCTGTGATTCCGGGTGTCAATGCGGCTATTTTTGAA 2880 
T C CT GCTCCCG 

2881 GAATTAGAAGGGCGTATTTTCACTGCATTCTCCCTATATG 2 920 
CTGA CTC TGC 

2 921 ATGCGAGAAATGTCATTAAAAATGGTGATTTTAATAATGG 2 960 
C C CGC CCC 

2 961 CTTATCCTGCTGGAACGTG AAAGGGC ATGT AGATGT AGAA 3000 
C CAG T T G C G G 

3001 GAAC AAAAC AACC AACGTTCGGTCCTTGTTGTTCCGGAAT 3040 
G TG C G GTG 

3041 GGGAAGCAGAAGTGTCACAAGAAGTTCGTGTCTGTCCGGG 3080 
T C G A A A 

3081 TCGTGGCTATATCCTTCGTGTCAC AGCGTACAAGGAGGGA 3120 
AA CTC GCT 

3121 TATGGAGAAGGTTGCGTAACCATTCATGAG ATCGAGAACA 3160 
C T G G C C 

3161 ATAC AG ACG AACTGAAGTTTAGC AACTGCGTAGAAG AGGA 3200 
C C G T CTC C G A 

3201 AATCTATCCAAATAACACGGTAACGTGTAATGATTATACT 324 0 
CC CTT CCCC 

3241 GTAAATCAAGAAGAATACGGAGGTGCGTACACTTCTCGTA 3280 
G G G C AGC 

3281 ATCGAGGATATAACGAAGCTCCTTCCGTACCAGCTGATTA 3320 
CA T C T T C 

3321 TGCGTC AGTCTATGAAGAAAAATCGTATAC AGATGGACGA 3360 
CCGCGG CC CA 

3361 AGAGAG AATCCTTGTG AATTTAAC AGAGGGT ATAGGG ATT 3400 
CT C CGC TC C 

3401 ACACGCCACTACCAGTTGGTTATGTG AC AAAAGAATTAGA 34 40 
A T C TCGGCT 

34 41 AT ACTTCCC AG AAACCG ATAAGGT ATGG ATTG AG ATTGG A 3480 
G TTG CAG C CT 

34 81 GAAACGGAAGGAACATTTATCGTGGACAGCGTGGAATTAC 3520 
C G C C GC T 



3521 TCCTTATGGAGGAA 353 4 
T G 
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ATGACTGCAGATAATAATACGGAAGCACTAGATAGCTCTA 
CCCC CCCT 



ff/434105 



40 



4 1 CAACAAAAGATGTCATTCAAAAAGGCATTTCCGTAGTAGG 
CTG TCGGTC TG 



80 



8 1 TGATCTCCTAGGCGTAGTAGGTTTCCCGTTTGGTGGAGCG 
AC T G GTATCC C 



120 



121 CTTGTTTCGTTTTATAC AAACTTTTTAAAT ACTATTTGGC 
C GAGC C CCCC 



160 



161 CAAGTGAAGACCCGTGGAAGGCTTTTATGGAACAAGTAGA 
CG T A A C G T 



200 



201 AGCATTGATGGATCAGAAAATAGCTGATTATGCAAAAAAT 
TCT GTA CGC 



240 



241 AAAGCTCTTGCAGAGTTACAGGGCCTTCAAAATAATGTCG 
GTG ACC GC G 



280 



281 AAGATTATGTGAGTGCATTGAGTTCATGGC AAAAAAATCC 
G C C TCCAGC G G C 



320 



321 TGTGAGTTCACGAAATCCACATAGCC AGGGGCGGATAAGA 3 60 
T C CA T C A TA C 



3 61 GAGCTGTTTTCTCAAGCAGAAAGTC ATTTTCGTAATTC AA 
T C C TCC C CA A C 



400 



4 01 TGCCTTCGTTTGCAATTTCTGGATACGAGGTTCTATTTCT 
AGC T C C T T C 



440 



4 41 AACAAC ATATGC AC AAGCTGCC AAC AC AC ATTT ATTTTT A 4 80 
CTC T CCGCC 



4 81 CTAAAAGACGCTC AAATTTATGGAGAAG AATGGGGATACG 
T G C G 



520 



521 AAAAAGAAGATATTGCTGAATTTTATAAAAGACAACTAAA 5 60 
G GC GCCGCT T 



5 61 ACTTACGC AAGAATATACTGACCATTGTGTC AAATGGTAT 
G C C G C C G 



600 



601 AATGTTGG ATTAGATAAATTAAGAGGTTC ATCTTATG AAT 
C TCC GCC CTCCG 



640 



641 CTTGGGTAAACTTTAACCGTTATCGCAGAGAGATGACATT 
G C A A CA G C 



680 
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681 AAC AGT ATTAG ATTTAATTGC ACT ATTTCC ATTGTATG AT 
GTGCCCTC C C C 

• • • * 

721 GTTCGGCTATACCCAAAAGAAGTTAAAACCGAATTAACAA 
GAAC G G TGCTC 

7 61 GAGACGTTTTAACAGATCCAATTGTCGGAGTCAAC AACCT 
GC C T C T 

801 T AGGGGCTATGG AAC AACCTTCTCTAATAT AG AAAATTAT 
T T AGC C C C 

841 ATTCGAAAACCACATCTATTTGACTATCTGC ATAGAATTC 
AG C C T C 

881 AATTTCACACGCGGTTCCAACCAGGATATTATGGAAATGA 
C AA T C T C 

921 CTCTTTCAATTATTGGTCCGGTAATTATGTTTCAACTAGA 
C C C C C 

961 CCAAGC ATAGG ATCAAATGATATAATC AC ATCTCCATTCT 
T T C C C 

1001 ATGG AAATAAATCC AGTG AACCTGTAC AAAATTT AG AATT 
TCG GGCCTG 

1041 TAATGGAGAAAAAGTCTATAGAGCCGTAGC AAATACAAAT 
C C C G C C C 

1081 CTTGCGGTCTGGCCGTCCGCTGTATATTC AGGTGTTAC AA 
CTG A ATC CC 

1121 AAGTGG AATTTAGCCAATATAATG ATC AAAC AG ATGAAGC 
G G TG C GC G 

1161 AAGTACACAAACGTACGACTCAAAAAGAAATGTTGGCGCG 
CCCGT CCTC A 

1201 GTC AGCTGGGATTCTATCGATCAATTGCCTCCAGAAACAA 
TCT C C 

1241 CAGATGAACCTCTAGAAAAGGGATATAGCCATCAACTCAA 
C ATGG CC C T 

1281 TTATGTAATGTGCTTTTTAATGC AGGGTAGT AGAGGAAC A 
C G C G A TCC G C 

1321 ATCCCAGTGTTAACTTGGACACATAAAAGTGTAGACTTTT 
T G C C GTCC G C 

13 61 TTAAC ATGATTG ATTCGAAAAAAATTAC AC AACTTCCGTT 
C C AGC G G C T C 
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1401 AGTAAAGGCATATAAGTTACAATCTGGTGCTTCCGTTGTC 1440 
G G A C C C G 

• • • • 

14 41 GCAGGTCCTAGGTTTAC AGGAGGAGATATC ATTC AATGCA 1480 
CACT TC CG 

• • • • 

1481 CAGAAAATGGAAGTGCGGCAACTATTTACGTTACACCGGA 1520 
GCCCAT C G T 

■ * • • 

1521 TGTGTCGTACTCTCAAAAATATCGAGCTAGAATTCATTAT 1560 
T G G CA G AC T C 

• • • • 

1561 GCTTCTACATCTCAGATAACATTTACACTCAGTTTAGACG 1 600 
A CAGC C C C C G T 

• • • • 

1601 GGGCACC ATTTAATCAAT ACTATTTCGATAAAACGATAAA 1640 
A CCCGTCTCGCC 

1641 TAAAGGAGACACATTAACGTATAATTCATTTAATTTAGCA 1680 
C T TC C A C AGC C C G 

• ■ ■ • 

1681 AGTTTCAGCACACCATTCGAATTATCAGGGAATAACTTAC 1720 

T C C C C TC T 

• • • * 

1721 AAATAGGCGTCACAGGATTAAGTGCTGGAGATAAAGTTTA 17 60 
GC CTCCCC C C 

• • . 

17 61 TATAGACAAAATTGAATTTATTCC AGTGAAT 1791 
C C G G C C C 
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1 ATG AATAATGTATTG AAT AGTGG AAG AAC AACTATTT 4 0 
GAC C C C CTC T C C 

4 1 GTGATGCGTATAATGTAGTAGCCCATGATCCATTTAGTTT 80 
CCACCCGTC CC 

8 1 TGAACAT AAATCATTAGATACCATCC AAAAAGAATGGATG 120 
C C GAGCC C C T T G G G 

121 GAGTGGAAAAGAACAGATC ATAGTTTATATGTAGCTCCTG 1 60 
A C T T C CTC C C C C A 

161 TAGTCGGAACTGTGTCTAGTTTTTTGCTAAAGAAAGTGGG 200 
GT A CCCCTC GC 

201 G AGTCTT ATTGGAAAAAGGATATTGAGTGAATTATGGGGG 240 
CTC C C CTC TCC C C T 

2 41 ATAATATTTCCTAGTGGTAGTAC AAATCT AATGC AAG ATA 280 
C C ATC GTCC T C C 

2 81 TTTTAAGGGAGAC AGAACAATTCCTAAATCAAAGACTTAA 320 
CG C GTCCGCTC 

321 TACAGATACCCTTGCTCGTGTAAATGCAGAATTGATAGGG 3 60 
CT TG AACCTG CT 

361 CTCCAAGCGAATATAAGGGAGTTTAATCAACAAGTAGATA 4 00 
ACTCT CCG. GC 

4 01 ATTTTTTAAACCCTACTCAAAACCCTGTTCCTTTATCAAT 4 4 0 
CCGTA GT GCTC 

4 41 AACTTCTTCGGTTAATACAATGCAGCAATTATTTCTAAAT 4 80 
C CGCT CCCCC 

4 81 AG ATTACCCC AGTTCC AG ATAC AAGG AT ACC AGTTGTT AT 520 

G T T T C C CC 

521 TATTACCTTTATTTGCACAGGCAGCCAATATGCATCTTTC 5 60 
TC T AC C T T C CT G 

5 61 TTTTATTAGAGATGTTATTCTTAATGCAGATGAATGGGGT 600 

CCACTCGCCCTC A 

601 ATTTCAGC AGCAACATTACGTACGT ATCGAG ATTACCTGA 640 
C T C TC TA G A CA C T 

641 GAAATTATACAAGAGATTATTCTAATTATTGTATAAATAC 680 
GCCTCT CCC CCC 
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681 GTATCAAACTGCGTTTAGAGGGTTAAAC ACCCGTTTAC AC 720 
T G C C T AC C T TA GC T 

7 21 GATATGTTAGAATTTAGAACATATATGTTTTTAAATGTAT 7 60 
C CTGCGCC CCTCG 

7 61 TTGAATATGTATCC ATTTGGTC ATTGTTT AAAT ATC AG AG 800 
G C CAG AGTC C C G C 

801 TCTTATGGTATCTTCTGGCGCTAATTTATATGCTAGCGGT 840 
CTG GC AC CCC CTCT C 

• • • • 

841 AGTGGACCACAGCAGACACAATCATTTACAGCACAAAACT 880 

A T GAGC C T G 

881 GGCC ATTTTTATATTCTCTTTTCC AAGTT AATTCGAATTA 920 
C G AGCT G C C C C 

921 TATATTATCTGGTATTAGTGGTACTAGGCTTTCTATTACC 960 
C TC CAG CTC G C A C C A 

9 61 TTCCCTAATATTGGTGGTTTACCGGGTAGT ACTAC AACTC 1000 
T C C AC T A CTCC C 

1001 ATTCATTGAATAGTGCCAGGGTTAATTATAGCGGAGGAGT 104 0 
AGCC T CTC A G C C T T 

1041 TTC ATCTGGTCTC ATAGGGGCGACT AATCTC AATC AC AAC 1080 
CAGC AT G T T A CT G C 

1081 TTTAATTGCAGCACGGTCCTCCCTCCTTTATCAACACCAT 1120 
C TC C T G A C GAGC G 

1121 TTGTTAGAAGTTGGCTGGATTCAGGTACAGATCGAGAGGG 1160 
G GTCC T CAGC T C A 

1161 CGTTGCTACCTCT ACGAATTGGC AG ACAGAATCCTTTC AA 1200 
A A C A C G C 

1201 ACAACTTTAAGTTTAAGGTGTGGTGCTTTTTCAGCCCGTG 1240 
CCTCCTC A CTA 

12 41 G AAATTC AAACTATTTCCC AGATTATTTTATCCGTAATAT 1280 

G CT CCCTAGC 

1281 TTCTGGGGTTCCTTTAGTT ATTAGAAACG AAG ATCTAAC A 1320 
C T CCCCGT CCC 

1321 AGACCGTTACACTATAACCAAATAAGAAATATAGAAAGTC 1360 
CTACTTC GTGCC GTC 

13 61 CTTCGGG AACACCTGGTGG AGC ACGGGCCTATTTGGTATC 14 00 

ACTTAAT AATCCCG 
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1401 TGTGCATAACAGAAAAAATAATATCTATGCCGCTAATGAA 14 40 
C GGCC CTCCG 

14 41 AATGGTACTATGATCCATTTGGCGCCAGAAGATTATACAG 14 80 

CC TCCTA CT 

1481 GATTTACTATATCGCCAATACATGCCACTCAAGTGAATAA 1520 
CCCT C TC C 

1521 TCAAACTCGAACATTTATTTCTGAAAAATTTGGAAATCAA 1560 
GACCCCC GC 

15 61 GGTGATTCCTTAAGATTTGAACAAAGCAACACGACAGCTC 1600 

C GGCGTC TCA 

1601 GTTATACGCTTAGAGGGAATGGAAATAGTTACAATCTTTA 1640 
GCTTG C CC C 

1641 TTTAAGAGT ATCTTC AAT AGG AAATTC AACT ATTC GAGTT 1680 
C G TAGC CTTCCCCT 

1681 ACTATAAACGGTAGAGTTTATACTGTTTCAAATGTTAATA 1720 
CC ACT CACT GC 

1721 CCACTACAAATAACGATGGAGTTAATGATAATGGAGCTCG 17 60 
TAGCT C CCC CA 

17 61 TTTTTCAGATATTAATATCGGTAATATAGTAGCAAGTGAT 1800 
A CAGC CCCTCCCG CTC C 

1801 AATACTAATGTAACGCTAGATATAAATGTGACATTAAACT 1840 
C CTTTGCC CCCT 

1841 CCGGTACTCCATTTGATCTCATGAATATTATGTTTGTGCC 1880 
T A C C 

1881 AACTAATCTTCCACCACTTTAT 1902 
C C T T G C 
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1 ATGGAGGAAAATAATCAAAATCAATGCATACCTTACAATT 4 0 
G C C C T A C 

• • • • 

4 1 GTTTAAGTAATCCTGAAGAAGTACTTTTGGATGGAGAACG 80 
CG CA GTGCT 

8 1 GATATC AACTGGTAATTC ATC AATTG ATATTTCTCTGTC A 120 
CT C CTCCCCCT C 

121 CTTGTTCAGTTTCTGGTATCTAACTTTGTACCAGGGGGAG 160 
T G C CAGC C G T T 

161 GATTTTTAGTTGGATTAATAGATTTTGTATGGGGAATAGT 200 
GCCTCC TCCC TC 

201 TGGCCCTTCTCAATGGGATGCATTTCTAGTACAAATTGAA 24 0 
T A C G G G 

241 C AATT AATTAATGAAAGAATAGCTG AATTTGCTAGG AATG 280 
GGCCGGC GCC C 

281 CTGCTATTGCTAATTTAG AAGG ATTAGGAAAC AATTTCAA 320 
CC CG GCTC 

321 T AT AT ATGTGG AAGC ATTT AAAG A ATGGG A AG AAG ATCCT 3 60 
CC GCC G GC 

361 AATAATCC AGAAACC AGG ACC AGAGTAATTG ATCGCTTTC 4 00 
C G CCTGGCCAACA 

401 GTATACTTGATGGGCTACTTGAAAGGGAC ATTCCTTCGTT 4 4 0 
ACTG C CCTGG AT C A C 

4 41 TCGAATTTCTGGATTTGAAGTACCCCTTTTATCCGTTTAT 4 80 

CA C CC TTCG GC 

481 GCTCAAGCGGCCAATCTGCATCTAGCTATATTAAGAGATT 520 
AT T C C CC TC CA 

521 CTGTAATTTTTGGAGAAAGATGGGGATTGACAACGATAAA 5 60 
GCC G G CTC 

5 61 TGTC AATG AAAACTATAATAG ACT AATT AGGC AT ATTGAT 600 

C GTCC TC C C 

601 GAATATGCTGATCACTGTGCAAATACGTAT AATCGGGGAT 640 
GCCC TCCCCTC 

64 1 TAAATAATTTACCGAAATCTACGTATCAAGATTGGATAAC 680 
GCCCTG T T 

681 AT AT AATCGATT ACGG AG AG ACTT AAC ATTG ACTGT ATT A 7 20 
C C CA G GA G CC C A T G 
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721 GATATCGCCGCTTTCTTTCCAAACTATGACAATAGGAGAT 7 60 
C T A C G C 

7 61 ATCCAATTCAGCCAGTTGGTCAACTAACAAGGGAAGTTTA 800 
CTCA G TCA C 

801 TACGGACCCATTAATTAATTTTAATCC AC AGTTAC AGTCT 840 
T CT CCCT G AAG 

• • • • 

841 GTAGCTCAATTACCTACTTTTAACGTTATGGAGAGCAGCC 880 
CCCTCAC C TC 

881 GAATTAGAAATCCTCATTTATTTG ATATATTGAATAATCT 920 
TCGCACG CC CC 

921 TACAATCTTTACGGATTGGTTTAGTGTTGGACGCAATTTT 960 
T CC CC GTCC 

961 T ATTGGGG AGG AC ATCG AGT AAT ATCT AGC CTT AT AGG AG 1000 
T CA G C C CTCT T 

1001 GTGGTAAC ATAAC ATCTCCTATAT ATGG AAG AG AGGCGAA 1040 
G T C C C T A 

1041 CCAGGAGCCTCC AAGATCCTTTACTT TTAATGGACCGGTA 1080 
A C TAGT C C C C T A C 

1081 TTT AGG ACTTT ATCAAATCCTACTTT ACG ATT ATTAC AGC 1120 
CACGTC CGA GCC 

1121 AACCTTGGCCAGCGCCACCATTTAATTTACGTGGTGTTGA 1160 

T T C CC TA A 

1161 AGGAGT AGAATTTTCTAC ACCTAC AAATAGCTTTACGTAT 1200 
G C T G C T C CTC C T C 

1201 CGAGGAAGAGGTACGGTTGATTCTTTAACTGAATTACCGC 1240 
A T AC CGCCCA 

1241 CTGAGGATAATAGTGTGCCACCTCGCGAAGGATATAGTCA 1280 
A C C CA G C CTCC 

1281 TCGTTT ATGTC ATGC AACTTTTGTTC AAAG ATCTGGAAC A 1320 
CAGGCC CCGGCTC T 

1321 CCTTTTTTAAC AACTGGTGTAGT ATTTTCTTGGACCGATC 1360 
ACCCTAATGCA T 

13 61 GTAGTGCAACTCTTACAAATACAATTGATCCAGAGAGAAT 14 00 
T C T C C G 
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14 01 TAATC AAATACCTTTAGTGAAAGG ATTTAGAGTTTGGGGG 1440 
C CAGCGTCCTG A 

1441 GGC ACCTCTGTC ATTAC AGGACC AGGATTT AC AGG AGGGG 1480 
AT C C C T 

14 81 ATATCCTTCGAAGAAATACCTTTGGTGATTTTGTATCTCT 1520 
T A C T C C GAGC 

1521 ACAAGTCAATATTAATTCACCAATTACCCAAAGATACCGT 1560 
C TCCCT T T 

• • • • 

1561 TTAAG ATTTCGTTACGCTTCC AGT AGGG ATGC ACGAGTT A 1600 
C C G A TTCCC T C TA C 

1601 TAGTATTAACAGGAGCGGC ATCC AC AGGAGTGGG AGGCC A 1640 
CGCCCCATTCTCTA 

1641 AGTTAGTGTAAATATGCCTCTTCAGAAAACTATGGAAATA 1 680 
CTCC G C AC G G C 

1 681 GGGGAGAACTTAACATCTAGAACATTTAGATATACCGATT 1720 
C ■ G CGCC C C 

1721 TTAGTAATCCTTTTTCATTTAGAGCTAATCCAGATATAAT 17 60 
CTC C CAGT CC T C C T C C 

17 61 TGGGATAAGTGAACAACCTCTATTTGGTGCAGGTTCTATT 1800 
CTC C AT AGC C 

1801 AGTAGCGGTGAACTTTATATAGATAAAATTGAAATTATTC 184 0 
TCATCT C TGCTCG GC 

1841 TAGC AG ATGC AAC ATTTG AAGC AG AATCTG ATTTAG AAAG 1880 
TCCTCCCGTG ACA CC T G 

1881 AGCACAAAAGGCGGTGAATGCCCTGTTTACTTCTTCCAAT 1920 
C G T C C C CA 

1921 CAAATCGGGTTAAAAACCGATGTGACGGATTATCATATTG 1960 
GCTCG TACTTC C 

1961 ATCAAGTATCCAATTTAGTGGATTGTTTATCAGATGAATT 2000 
C G C G CACC ACC TAGC G 

2001 TTGTCTGGATGAAAAGCG AG AATTGTCCG AGAAAGTC AAA 2040 
CCCCG TCC T 

2041 C ATGCG AAGCGACTC AGTG ATG AGCGG AATTT ACTTCAAG 2080 
CC T CCA CCTG 

2081 ATCCAAACTTCAGAGGGATC AATAGAC AACCAGACCGTGG 2120 
CT C A AC C G G A 
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2121 CTGGAGAGGAAGTACAGATATTACCATCCAAGGAGGAGAT 2160 
TGT CCGGC CC 

2161 GACGTATTC AAAGAG AATTACGTC AC ACTACCGGGT ACCG 2200 
TG G C CCTCATT 

2201 TTGATG AGTGCTATCCAACGTATTTATATC AG AAAATAGA 2240 
CC CTCCGC GC 

2241 TGAGTCGAAATT AAAAGCTTATACCCGTTATGAATT AAGA 2280 
C CC CTC AG CCT 

2281 GGGTATATCGAAGATAGTCAAGACTTAGAAATCTATTTGA 2320 
CC CC CT CC 

2321 TCCGTTACAATGCAAAACACGAAATAGTAAATGTGCCAGG 2360 
AG CG GCCG C 

2361 CACGGGTTCCTTATGGCCGCTTTC AGCCCAAATGCC AATC 2400 
T T C C A T TCT C T 

2 401 GGAAAGTGTGGAGAACCGAATCGATGCGCGCCACACCTTG 24 4 0 
G G T CA T 

2 4 41 AATGGAATCCTGATCTAGATTGTTCCTGCAGAGACGGGGA 2 480 
G CTGCC GTC 

2 481 AAAATGTGCACATCATTCCCATCATTTCACCTTGGATATT 2520 
GG CC T CT CC 

2521 GATGTTGGATGTACAGACTTAAATGAGGACTTAGGTGTAT 2560 
G TCG CCAC 

2 5 61 GGGTGATATTCAAGATTAAGACGC AAGATGGCC ATGC AAG 2 600 
C C C C C A C 

2 601 ACTAGGGAATCTAGAGTTTCTCGAAGAGAAACCATTATTA 2 640 
T C C T GG C 

2 641 GGGGAAGCACTAGCTCGTGTGAAAAGAGCGGAGAAGAAGT 2 680 
T T C G A 

2 681 GGAGAGACAAACGAGAGAAACTGCAGTTGGAAACAAATAT 2720 
G T CG A G T C 

2721 TGTTT AT AAAGAGGC AAAAG AATCTGTAG ATGCTTT ATTT 27 60 
C CG C GCG GC 

2 7 61 GTAAACTCTCAATATGATAGATTACAAGTGGATACGAACA 2800 
G C CAG G CC C C 

2801 TCGCC ATGATTC ATGCGGCAGATAAACGCGTTC ATAGAAT 2 84 0 
CCC C TGCC 
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2841 CCGGGAAGCGTATCTGCCAGAGTTGTCTGTGATTCCAGGT 
TTGTCT T C CT 

2881 GTCAATGCGGCCATTTTCGAAGAATTAGAGGGACGTATTT 
GCT C GCT C 

2921 TTACAGCGTATTCCTTATATGATGCGAGAAATGTCATTAA 
CATC GC C C C 

2 961 AAATGGCGATTTC AATAATGGCTTATTATGCTGGAACGTG 
G C T C C C CAGC T 

3001 AAAGGTCATGTAGATGTAGAAGAGCAAAACAACCACCGTT 

GCGGAG TG 

3041 CGGTCCTTGTTATCCCAG AATGGGAGGC AGAAGTGTCACA 
C GGGTG AT C 

3081 AGAGGTTCGTGTCTGTCCAGGTCGTGGCTATATCCTTCGT 
A A A A C T C 

3121 GTCACAGCATATAAAGAGGGATATGGAGAGGGCTGCGTAA 
GCTCG CT T G 

3161 CGATCCATGAGATCGAAGACAATACAGACGAACTGAAATT 
C C GACC GTG 

3201 CAGCAACTGTGTAGAAGAGGAAGTATATCCAAACAACACA 
TC CCGAAC C C 

3241 GTAACGTGTAATAATTATACTGGGACTCAAGAAGAATATG 
TTCCGCC TAG GC 

3281 AGGGTACGTACACTTCTCGTAATC AAGGATATGACG AAGC 
GA G C AGC CAG T CA 

3321 CTATGGTAATAACCCTTCCGTACCAGCTGATTACGCTTCA 
TCC TCXXXXXXXXXXXX T T C T C C 

3361 GTCTATGAAGAAAAATCGTATACAGATGGACGAAGAGAGA 
GCGG CC CACT 

3401 ATCCTTGTGAATCTAACAGAGGCTATGGGGATTACACACC 
C C G TC T CA C 

3441 ACTACCGGCTGGTTATGTAACAAAGGATTTAGAGTACTTC 
TATC TC GCT T 

3481 CCAGAGACCGATAAGGTATGGATTGAGATCGGAGAAACAG 
T CAGC T C 

3521 AAGGAACATTCATCGTGGATAGCGTGGAATTACTCCTTAT 
G C C GC T T G 



2880 
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FIG. 14E 



• # «/ 



45/46 



1 AGATCTAGAGGTAATTGTTATGAGTACTGTCGTGGTT AAG 4 0 

GATC 

4 1 GGAAACGTC AACGGTGGTGTAC AAC AACCTAGAAGGAGGA 8 0 
G T A 

8 1 G AAGGCAATCCCTTCGC AGG AGGGCTAAC AG AGTAC AGCC 120 

T A T 

• • • • 

121 AGTGGTTATGGTCACTGCTCCTGGCGAACCCAGGAGGAGG 160 

GC A A A 

161 AGACGCAGAAG AGGAGGC AATCGCAGGTC AAGAAGAACTG 200 
AG T A 

201 GAGTTCCCAGGGGAAGGGGCTCAAGCGAGACATTCGTGTT 240 
A AT 

241 TACAAAGGACAACCTCGTGGGCAACTCCCAAGGAAGTTTC 280 



2 81 ACCTTCGGACC AAGTGTATC AGACTGTCC AGC ATTC AAGG 320 

T 

321 ATGGAAT ACTC AAGGCCTACC ATG AGTAC AAGATC AC AAG 360 

T 

3 61 TATCCTTCTTCAGTTCGTCAGCGAGGCCTCTTCCACCTCA 400 

T G T 

4 01 CCAGGATCCATCGCTTATGAGTTGG ACCCAC ATTGCAAAG 4 4 0 

C AT 

4 41 TATCATCCCTCCAGTCCTACGTCAACAAGTTCCAAATCAC 4 80 
T 

4 81 AAAGGGAGGAGCTAAGACCTATCAAGCTAGGATGATCAAC 520 

T T C T 

521 GGAGTAGAATGGC ACGATTCATCTG AGGATCAGTGCAGGA 560 
T T A 

5 61 TACTTTGGAAAGGAAGTGGAAAATCTTCAGACCCAGCAGG 600 

C A G T T 

601 ATCTTTCAGAGTCACCATCAGAGTGGCTCTTCAAAACCCC 640 

T T A 

641 AAGTAATAGACTCCGGATCAGAGCCTGGTCCAAGCCCACA 680 
A T 
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681 ACCAACACCCACTCCAACTCCCCAAAAGCATGAGCGATTT 720 



721 ATTGCTTACGTCGGCATACCTATGCTGACCATTCAAGAAT 7 60 



761 TC 762 
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